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INTRODUCTION

Monitoring and early detection of neoplastic clones posttransplant is important for

RESULTS

Mutations and VAF
in relapsing patients

the management of patients, especially for making decision for immunotherapeutic
interventions. However, currently there are no standards for such monitoring. Bone
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marrow biopsies and flow cytometry analysis have been used with various degrees of 75
success. DNA testing and chimerism evaluation is frequently combined with flow patients
cytometry in evaluating patients post transplant. Next generation sequencing (NGS) Age at Transplant
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We explored the ability of using plasma cell-free DNA
(cfDNA) in monitoring patients after HSCT and evaluated
the potential of using liquid biopsy as a replacement to
bone marrow biopsy. Because NGS also introduces new
complexity by its ability to detect multiple subclones, we
attempted to define the clinical relevance of these
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METHOD CONCLUSIONS REFERENCES
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cfDNA was isolated from 204 peripheral blood samples obtained
from 75 patients, collected at various time points ranging from 27
days to 650 days (median 178 days) post-transplant. DNA from
102 bone marrow (BM) samples was extracted and sequenced
using the same panel and approach as cfDNA. Diagnoses included
30 acute myeloid leukemia (AML), 2 chronic myelogenous
leukemia (CML), 5 chronic myelomonocytic leukemia (CMML), 4
lymphoma, 10 myelodysplastic syndrome (MDS), 2 multiple
myeloma (MM), 9 myeloproliferative neoplasm (MPN), 1 aplastic
anemia, and 11 acute lymphoblastic leukemia. cfDNA was
sequenced by NGS using 177 gene panel on lllumina platform.
Single primer extension (SPE) approach with UMI was used.
Sequencing depth was increased to more than 2000X after
removing duplicates. Low level mutations were confirmed by
inspecting BAM file.
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