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Example of ERBB2 mRNA in breast cancer sample from a patient with ERBB2

Backg round: Results: overexpression showing the alighment track with significant exonal skipping.
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Methods:

RNA was extracted from 3170 FFPE tissue from
various types of tumors including breast, ovary,
endometrium, lung, colon. Stomach, esophagus
and others. RNA was sequenced using hybrid
capture targeted panel. Data analysis is focused
on ERBB2 gene.

Conclusions

1) Low level exon skipping in HER2 is common
and involves critical functional domains of the

protein

Most skipped exons are in membrane

anchoring and relevant for dimerization
Further studies are needed to correlate with
efficacy of antibody-based therapy and
development of resistance.
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Of these cases 199 (24%) samples
showed exon skipping in domains ||
and lll ranging from exons 6 to 14.
Skipping in domain IV was detected in
236 cases (29%) involving exons from
13 to 29. However, 107 samples of the
824 (13%) showed skipping of exons in
both domains ll/lIl and domain IV. The
most common exon skipping were in
exons 6to 7 and in exon 16. Most of
the cases with exon 16 skipping (1.5%
of total) also showed skipping in exons
6 and 7 (Table 1).
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